. Description of our benchmark datasets and other benchmark datasets (Dataset D is our dataset) Table S2 . The statistics of glycation datasets in this study Table S3 . The results of training sets by SVM under different parameters for XGboost. Fig. S1 Comparison of average PWAA scores in glycation and non-glycation samples. 
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EBGW
Given the charged character and hydrophobicity, EBGW divides 20 types of amino acids into four classes:
The hydrophobic group C1 = *A, F, G, I, L, M, P, V, W+
The polar group C2 = *C, N, Q, S, T, Y+
The positively charged group C3 = *K, H, R+
The negatively charged group C4 = *D, E+ Therefore, the disjoint groups, C1 + C2 versus C3 + C4, C1 + C3 versus C2 + C4, and C1 + C4 versus C2 + C3, were divided by the amino acid residues.
For a protein sequence = ( 1 , 2 , ⋯ , ), it can be transformed into three binary Every binary sequence can be divided into J sub-sequence increasing in length. For instance, for 1 , the jth sub-sequence is defined as the following formula
where Sum( ) denotes the number of 1 in the jth sub-sequence, D( ) = int( * / )
shows the length of the jth sub-sequence, the Int() expresses a number rounding to the nearest integer and L is the length of the protein fragments. The EBGW string defines protein sequence as the 3*J-dimension vector = , 1 , 2 , 3 -. Here, J is selected as 5.
Performance evaluation
Four major parameters of sensitivity (Sn), specificity (Sp), accuracy (Acc) and Mathews Correlation Coefficient (MCC) were selected to access the prediction performance. The accuracy can express the percent of global prediction between the positive and negative datasets. The sensitivity denotes the percentage of positive datasets which were predicted correctly. Similarly, the specificity denotes the percentage of negative datasets. The MCC, a comprehensive evaluation parameter, accounts for the true and false positives and negatives. In addition, it is often identified as a balanced measure when the classes possess pretty different sizes. Fig. S1 Comparison of average PWAA scores in glycation and non-glycation samples. 
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